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<210> 1 
<211> 44 
<212> DNA 
<213> Human 

<400> 1 

agtaatgatg tcattatcca aacatacctt ctgtaaaatt catg 

<210> 2 
<211> 28 
<212> DNA 
<213> Human 

<400> 2 

gtctggaact gcatccaaat tcaggttc 

<210> 3 
<211> 13 
<212> DNA 
<213> Human 

<400> 3 

kmmtgakgtm akm 

<210> 4 
<211> 22 



1 



<212> DNA 
<213> Human 

<400> 4 

agttaatgat tcattatcca aa 

<210> 5 
<211> 14 
<212> DNA 
<213> Human 

<400> 5 

taatgatgtc atta 

<210> 6 

<211> 25 

<212> DNA 

<213> Human 

<400> 6 

agttaatgat gtgtcattat ccaaa 

<210> 7 
<211> 7 
<212> DNA 
<213> Human 

<400> 7 
tttggat 

<210> 8 
<211> 23 
<212> DNA 
<213> Human 

<400> 8 

agttaatgat gtcattatcc aaa 

<210> 9 

<211> 14 

<212> DNA 

<213> Human 

<400> 9 

gaatttggat gcag 

<210> 10 
<211> 14 
<212> DNA 
<213> Human 

<400> 10 
ctgcatccaa attc 

<210> 11 
<211> 28 
<212> DNA 



<213> Human 



<400> 11 

gaacctgaat ttggatgcag ttccagac 

<210> 12 
<211> 14 
<212> DNA 
<213> Human 

<400> 12 
gtctggaact gcat 

<210> 13 

<211> 14 

<212> DNA 

<213> Human 

<400> 13 
atgcagttcc agac 

<210> 14 
<211> 14 
<212> DNA 
<213> Human 

<400> 14 
ccaaattcag gttc 

<210> 15 

<211> 14 

<212> DNA 

<213> Human 

<400> 15 
gaacctgaat ttgg 

<210> 16 
<211> 27 
<212> DNA 
<213> Human 

<400> 16 

gcgaagcttg gaagggagag aggttgc 

<210> 17 
<211> 7 
<212> DNA 
<213> Human 

<400> 17 
atccaaa 

<210> 18 
<211> 16 
<212> DNA 
<213> Human 



<400> 18 

agtaatgatg tcatta 



<210> 19 
<211> 22 
<212> DNA 
<213> Human 

<400> 19 

gggccggcgt tgttgggcct gg 

<210> 20 
<211> 22 
<212> DNA 
<213> Human 

<400> 20 

ctgcacagga gggttggaat ac 

<210> 21 

<211> 22 

<212> DNA 

<213> Human 

<400> 21 

ggaatcgtgg tctatatccc eg 

<210> 22 
<211> 22 
<212> DNA 
<213> Human 

<400> 22 

tetgegtegg taattgaagt tg 

<210> 23 

<211> 22 

<212> DNA 

<213> Human 

<400> 23 

aagceggcat ttactcagcc cc 

<210> 24 
<211> 22 
<212> DNA 
<213> Human 

<400> 24 

cgggcagctc ggccggctcc tc 

<210> 25 
<211> 22 
<212> DNA 
<213> Human 



<400> 25 

cttgttggag cccacatcga ag 



<210> 26 
<211> 22 
<212> DNA 
<213> Human 

<400> 26 

ctcttgaatc ttcttcatct cc 

<210> 27 
<211> 22 
<212> DNA 
<213> Human 

<400> 27 

gctgctgctg ttgctgctgg tg 

<210> 28 

<211> 22 

<212> DNA 

<213> Human 

<400> 28 

ctgtttgatc aatcttcttc cc 

<210> 29 
<211> 22 
<212> DNA 
<213> Human 

<400> 29 

cggcctcgct gctcatggtt gc 

<210> 30 

<211> 22 

<212> DNA 

<213> Human 

<400> 30 

gccaccgctc cctgcgccgc tg 

<210> 31 
<211> 22 
<212> DNA 
<213> Human 

<400> 31 

tgttgatgaa accatatccg tt 

<210> 32 
<211> 22 
<212> DNA 
<213> Human 



<400> 32 



ggcagtctgg tgtacaaata ca 



22 



<210> 33 
<211> 22 
<212> DNA 
<213> Human 

<400> 33 

99 

taacatttgc tgcctccgca cc 

<210> 34 
<211> 22 
<212> DNA 
<213> Human 

<400> 34 

tctcggtccg ccatgatgct gc 22 

<210> 35 

<211> 22 

<212> DNA 

<213> Human 



<400> 35 
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rQ tcctgcgtct cgtgctgcag cc 

T z <210> 36 

^ <211> 22 

y ^ <212> DNA 

a <213> Human 

HJ <400> 36 

ftj agagtaaggc ggctcttgtt gc 
n <210> 37 

r: <2ii> 22 

<212> DNA 
<213> Human 

<400> 37 

accaggaact cgcttttgag eg 

<210> 38 
<211> 22 
<212> DNA 
<213> Human 

<400> 38 

9 9 

cgggcagcgc aatggtctgg cc 

<210> 39 

<211> 66 

<212> PRT 

<213> Human 

<400> 39 

Gly Thr Val Lys Trp Phe Asn Val Arg Asn Gly Tyr Gly Phe lie Asn 
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m 



15 10 15 

Arg Asn Asp Thr Lys Glu Asp Val Phe Val His Gin Thr Ala He Lys 

20 25 30 

Lys Asn Asn Pro Arg Lys Tyr Leu Arg Ser Val Gly Asp Gly Glu Thr 

35 40 45 

Val Glu Phe Asp Val Val Glu Gly Glu Lys Gly Ala Glu Ala Ala Asn 

50 55 60 

Val Thr 
65 

<210> 40 
<211> 324 
<212> PRT 
<213> Human 

<400> 40 

Met Ser Ser Glu Ala Glu Thr Gin Gin Pro Pro Ala Ala Pro Pro Ala 

15 10 15 

Ala Pro Ala Leu Ser Ala Ala Asp Thr Lys Pro Gly Thr Thr Gly Ser 
M: 20 25 30 

p Gly Ala Gly Ser Gly Gly Pro Gly Gly Leu Thr Ser Ala Ala Pro Ala 
p 35 40 45 

fjj Gly Gly Asp Lys Lys Val He Ala Thr Lys Val Leu Gly Thr Val Lys 
50 55 60 

Trp Phe Asn Val Arg Asn Gly Tyr Gly Phe He Asn Arg Asn Asp Thr 
" 65 70 75 80 

Lys Glu Asp Val Phe Val His Gin Thr Ala He Lys Lys Asn Asn Pro 
Hi 85 90 95 

■ Arg Lys Tyr Leu Arg Ser Val Gly Asp Gly Glu Thr Val Glu Phe Asp 
M= 100 105 110 

flj Val Val Glu Gly Glu Lys Gly Ala Glu Ala Ala Asn Val Thr Gly Pro 
ffj 115 120 125 

f* Gly Gly Val Pro Val Gin Gly Ser Lys Tyr Ala Ala Asp Arg Asn His 
% J 130 135 140 

Tl Tyr Arg Arg Tyr Pro Arg Arg Arg Gly Pro Pro Arg Asn Tyr Gin Gin 
H= 145 150 155 160 

Asn Tyr Gin Asn Ser Glu Ser Gly Glu Lys Asn Glu Gly Ser Glu Ser 

165 170 175 

Ala Pro Glu Gly Gin Ala Gin Gin Arg Arg Pro Tyr Arg Arg Arg Arg 

180 185 190 

Phe Pro Pro Tyr Tyr Met Arg Arg Pro Tyr Gly Arg Arg Pro Gin Tyr 

195 200 205 

Ser Asn Pro Pro Val Gin Gly Glu Val Met Glu Gly Ala Asp Asn Gin 

210 215 220 

Gly Ala Gly Glu Gin Gly Arg Pro Val Arg Gin Asn Met Tyr Arg Gly 
225 230 235 240 

Tyr Arg Pro Arg Phe Arg Arg Gly Pro Pro Arg Gin Arg Gin Pro Arg 

245 250 255 

Glu Asp Gly Asn Glu Glu Asp Lys Glu Asn Gin Gly Asp Glu Thr Gin 

260 265 270 

Gly Gin Gin Pro Pro Gin Arg Arg Tyr Arg Arg Asn Phe Asn Tyr Arg 

275 280 285 

Arg Arg Arg Pro Glu Asn Pro Lys Pro Gin Asp Gly Lys Glu Thr Lys 

290 295 300 

Ala Ala Asp Pro Pro Ala Glu Asn Ser Ser Ala Pro Glu Ala Glu Gin 
305 310 315 320 
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Gly Gly Ala Glu 
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